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Figure 1. Precision - Recall Curves: SLIMM vs Existing Methods
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Figure 2. Precision - Recall Curves: Different SLIMM variants
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Figure 3. Violin Plots of the diference between real and predicted abundunces: SLIMM vs Existing Methods
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Figure 4. Violin Plots of the diference between real and predicted abundunces: Different SLIMM variants
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Figure 5. predicted vs real abundunces: SLIMM vs Existing Methods
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Figure 6. predicted vs real abundunces: Different SLIMM variants



